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Analysis of Evolutionary Lineage by Self-organizing map

KENTARO NISHIMUTA, ! TKUO YOSHIHARA,?
KUNIHITO YAMAMORI'? and MORITOSHI YASUNAGA T3

DNA base sequences are considered to involve foot prints of evolution of liv-
ing creatures. Most analysis methods of the base sequences employ pattern
matching rules or knowledge, which require a lot of knowledge and data in ad-
vance. This paper proposes an evolutionary lineage method of species by using
a novel Self-organizing map (SOM) whose inputs are frequency of appearance
of codons. The neighboring relation of the SOM is believed to correspond to
similarity between species.
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